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NEWHUMANCERVICALCARCINOMACELLLINESWITH 
INTJZGRATEDHF'V16 
Sarah Money, X Han, DLS Eustace, 'RJ Jewers, Belinda Dagg 
and Eadie Heyderman 
Dept of Histopathology, ‘Richard Diibleby Laboratory of Cancer 
Virology, IJMDS, St Thomas’ Hospital, London SE1 7EH, UK 
We have derived a number of cell lines from human squamous 
and adenosquamous cervical carcinomas. Five of these - XHl, 
EH2, DE3, EL4 and JE6 - have been cloned by single cell 
selection. The single locus hypervariable minisatellite probe 
MS31 was digoxigenin labelled and used to probe a Ninf I digest 
of genomic DNA from each of the cell lines. The bands obtained 
were different from each other and from the A431, Caski Bowes 
melanoma and 3T3 cell lines also maintained in this laboratory. 
PCR was performed, using the degenerate primers MY09 and 
MY11 to amplify a region of approximately 450 bp located in the 
Ll open reading frame of all sequenced papillomaviruses. The 
results suggested that all five had HPV integrated into the 
genome. The PCR products were further analysed and were 
seen to exhibit the single EcoR I and Psf I sites characteristic of 
HPV16. Subcutaneous xenografts have been produced in nude 
mice using three of the cell lines - XHl, EH2 and DE3. These cell 
lines hold promise for the investigation of mechanisms for the 
involvement of HpV16 in human epithelial cell carcinogenesis. 
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HIGH PREVALENCE OF HPV INFECTION IN A POPULATION WITH A 
LOW CERVICAL CANCER INCIDENCE.:ANALYSIS BY .DNA 
HYBRlDISATlON AND POLYMERASE CHAIN REACTION. 
C. Mbgica-van Herckenrode 1-2, I. Femandez 1. D. V. Coleman 2. 
E. Barber&Guillem 1. 1-Dept. of Cell Biology & Morphological Sciences, 
University of the Basque Counby. Leioa. Spain. 

The regular presence of specific types of papillomavirus in CIN and cervical 
cancer tissue has led lo the concept that HPV plays a crucial role in the 
process of malignant transformation of the cervical epithelium. 
However.avalaible data supporting the HPV/oeivical cancer association has 
been obtained from populations at a high risk of cervical 0ancer.h is of 
inleres1. therefore. 10 investigate the prevalence of HPV infection in 
populations at low cervical cancer risk since this information would help 10 
clarify the role of the virus. The incidence of cervical cancer in the Basque 
Country (EC) is among the lowest in the world . The present study was 
undertaken lo determine the age-related prevalence rates of infection with 
especific HPV types in the BC population. Cervical smears from 1178 women 
with citologically normal cervices and 67 women with CIN or cervical 
carcinoma were analysed for the presence of HPV S/l 1116 and 18 DNA by 
slot-blot hybridization. A subset of the samples were also investigated by 
PCR. We have found that HPV is present in our area at the same frequency as 
in others parts of the world. The high prevalence of HPV infection 
demonstrated further supports the role of cofactors as determinants of the 
different geographic rates of cervical cancer incidence. 
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ID~IIICATIOY OI CAliINB Ow PAPILLONAVIRUB IH TBB 
BKII or AM Ilauno8uPPnEBatD DOQ 
Van Ran8t M., Smith E.X., Herron A., Burk R.D. and 
Sundberg J.P. 
Albert Einstein Collage of Medicine, Bronx, New 
York, and The Jackson Laboratory, Bar Harbor, 
Maine, U.S.A. 

An eight month old female Chinese Shar Pei was 
noted to have generalized exophytic papillomatosis 
of the oral muoosa as well as the perioral, truncal 
and appondioular skin. The dog had been maintained 
on corticomtuoidm for an unrelated skin condition 
for a prolongad period of time. !4icroecopically, 
the tumors had feature8 conaimtmnt with that of 
viral induced papillomam. This warn confirmed by 
immunohimtocheaical screening for papilloravirum 
group-apeoific antigena. Stringent southern blot 
hybridimation and restriction enzyme analysis 
revealed that the virus in the cutaneous lemiona 
waa identical to the previously described canine 
oral papillomavirum (COPV). This report provides 
evidmnce that irrunoauppremmion can expand the 
tiamue tropiu of the virus. Thia raiaem the 
pommibility that the timaue mpmcif icity of 
papillomavirumam is influenced by the immune 
ayatu. 
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PmrLooBlQlTIc AHALYSIS Auoua cIfABIII~IcA~Ion OP kmu 
EPVTYP~~ BMIDON LINITBDSrrpmrclr nrrtrsrr 
van Ranmt M., Hortimon E., Kaplan J.B. and R.D. BUrk 
Albert Einstein Collage of Hmdicine, New York, USA. 
The recent use of general primer mediated PCR lead8 
to the detection of a wide variety of IWV genotypea, 
often including unsegumncmd and new types. To 
claamify such HPVa and to predict #air biologic 
behaviour, minimum-lmngth phylogmnetic tree8 wue 
ganuatad uming parsimony algorithmm. Thim rmmulted 
in clammification of the HPvm into three major 
group8 which correspond to their known tiamua 
tropia and onoogmnic potmntial. The firmt group 
cOnaist8 of vi~mam that infect the mkin, including 
the epidarmodyaplamia verruciformia typam. Tha 
second group compriamm the RPv~ ammooiated with 
benign genital leaionm. The third group conmiatm of 
Hwa asmociatad with malignant genital lamionm. The 
branching pattern warn eamentially independent of the 
region of the gmnoma.umed and warn stable when as fev 
as 300 basapairm were umed for the alignment. Theme 
data indicate that phylogenatic analymim accurately 
classifies dimtinot typem into clinically relevant 
familiaa. we suggest that thin approach can be used 
to rapidly clammify novel HPV gamma when limited 
sequence data is available. 


